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DNA MOL ECU AR MARKER TECHNIQUES AND THEIR APPLICATION IN WHEAT
BREEDING AND GENETIC STUDY
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Abgract :Molecular marker techniques,such as RALP RAFD ARP SSR STS and SNIP are introduced , and the
following agects of their gpplication in wheat breeding are discussed : gene taggng and location ,genetic mapping ,
identification and marker of alien chrombsmes ,identification of germplasm resources and asd ged breeding.
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