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EFFECT OF 5 AZACY TOSINE ON ALOWERING AND DNA METHYLATIONL EVEL
OF ST=M APICES IN RADISH ( Raphanus sativus L .)
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Abgract :The dfects of 5-azacytosne (5-azaC, a demethylation agent) on flowering and DNA methylation level of
gem gpices in radish were gudied. Seedsdf radish cultivar Duanr Ye 13" were treated with 0. 10 1. 00 m ol /L
5-azaCfor 6 days 5azaC treatment induced DNA methylation level decrease in dem gpices. The DNA methylation
level in gem apices treated with 5 azaC was conparable to (even lower than) that of seedlingstrested at 5  for 10
days. At the tesed concentrations, the higher the 5 azaC concentration was, the lower the DNA methylation level in
gem goices. 5azaC treatment d 0 pronmoted radi sh flowering , and the pronotion efect was nore sgnificant in the
ring radish cultivar® Duan-Ye 13’ . Reallts verified that 5-azaC oould partid subgitute the low tenperature
treatment for radish vernaization.
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Table 1 Hfectsdof 5azaC on flora bud differentiation and flowering of radish
5azaC 46d 102d
5 azaC tregtments (46 days dter treatment) (102 days dter treatment)
Cv.
a?m%’n time(d) ;”J::s BD FBE(%  PF(%) n“;;irsd FBE( %) PF( %)
CK 8 1.1 0 0 1 27.27 0
D-5- 10 10 2.8 0 0 10 100 100
0.10 3 1 0.7 0 0 1 72.73 27.27
6 5 1.4 0 0 18 61.11 11.11
‘ . 0.25 3 10 1.1 0 0 20 60. 00 15.00
winter radish cultivar 6 5 1.6 0 0 23 43.49 8.70
“ Yidianhong 0.50 3 10 1.6 0 0 1 63.64 18.18
6 5 2.0 0 0 19 73.68 26.32
1.00 3 13 1.6 0 0 6 83.33 16.67
6 5 1.6 0 0 15 46. 67 13.23
CK 10 2.7 0 0 8 100 100
D-5-10 10 5.0 100 70 10 100 100
0.10 3 1 4.5 72.73 0 23 100 100
6 9 4.6 44. 44 0 27 100 100
. 13 0.25 3 1 4.8 81.82 9.10 13 100 100
oring radish cultivar 6 6 3.8 16.67 0 21 100 100
‘ Duanye 13’ 0.50 3 1 4.9 72.73 18.18 20 100 100
6 1 4.6 63.64 0 18 100 100
1.00 3 10 4.9 90. 00 30 15 100 100
6 9 4.7 44. 44 0 24 100 100

Notes: IBD: Index of flord bud differentiation , flord bud differentiation finished when the index was 5; PBE: Percentage of flora bud emerged;
PF: Percentage of flowering.
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